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AMAC

Molekuler uygulamalarin basarisi nukleik asit
izolasyonunun basarisina baglidrr.

Inhibitor varligi izolat konsantrasyonunun oldugundan
distk gérinmesine ve yanlis negatif sonuca neden olur.

* Inhibitérden etkilenmeyen, secici DNA Izolasyonu

* Hesapl ve 0zel bir lab cihazi gerektirmeden tek step
hedef NA saptamasi (Biyosensor entegrasyonuna uygun)
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MALZEME VE YONTEM

: CCCCCCGCTAGCTACGTAGCTCGTAG

MNP-Oligo
kompleksi
(COLA)
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MALZEME VE YONTEM COCA: COLA-Adaptor

MNP-Oligo
kompleksi
(CoLA)

COLA: Carboxy Linked Amino Complex

CCCCCGCTAGCTACGTAGCTCGTAG

CATCGAGCATCAAGCTTACGC...

1

Hedef DNA'ya Ozgli
Adaptor Prob (50 baz)
(COCA)

= -

< TTCGAATGCGATCTACTG __J

CATCGAGCATCAAGCTTACGCTAGATGAC
AGCTAGCTACGTAGCTCGTAG
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MNP iLE HEDEF YAKALAMA

Lizis
Solisyonu
Manyetik
1 separasyon

Yikama

[‘ MNP1 (ddH20)
\ ,/ e i

DNA-MNP
1 ml o/n bakteri kiltrQ kompleksi
(Salmonella spp. + BPW)

Coca-Cola’li

MNP2

~y

HEDEF DNA
YAKALAMA
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MALZEME VE YONTEM

FEile Configuration Data Reports Help

Plots | EETET | Testtype: Mucleic Acid
Selected plat 32MNPCals [+] Plotsiset 20 2
Lt StyphimuriumBamHIl |
15.00 StyphimuriumDNA |/
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MNP ILE HEDEF YAKALAMA

LAMP
Lizis (isothermal PCR)
Soltsyonu Bst1

l Manyetik

separasyon
P 4 Yikama

1
MNP1 (ddH20) MNP2
T\ AT

—-———’ ‘
1 ml o/n bakteri kiltirQ kompleksi
(Salmonella spp. + BPW) ' \l

HEDEF DNA
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MALZEME VE YONTEM

=
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L F-ﬁ} + Bst DNA Polymerase
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! LAMP Designer - EmE@EDEwLDI\DemoProject\DemDProject.lpp

File Edit “iew Analyze Tools Online Help
BODESEE R X 2 g % = £
Sequence Information ] Search Status ] :
® Definition Length Z01 AGCCCFSTCAA GAAGGTTTGC P..P.AGTAGJMLP. ARBACTTAGC AGACGTCGCA
35 anosoma brucel mRNA For Y 2Bl | 251 GGAATCGCTT TGGCCAAAAT AMACAACCTG ATARAACAAG TATCGGCAGL] J
AYS7O415 Plasmodiurn vivax strain belem 185 ribosormn. . a0
03079 Plasmodiurm vivax Sal 1 blood stage small s. .. 2064 301 MCtI}AAGCG GAAGCAAGAL TGJACCTTGGC CECCGLRAGE ACAGACCACA
AYIZFEET Flasmmodiunm knowlesi strain Muri A-type sm..,. 1622 351 CAACATCTC AGCGCTITAT GCCGCGHCGT CALACATAGT GACALGATGC
AF145336 Plasmodium malarize small subunit ribosom, .. 1114 anl G|TACTEMLEG CAGTCCACGD IItTTAEMaGT CTTGCGLCAA TAGtE{I'I‘AAd
AB182489 Plasmodium owale gene For small subunit ri. .. 2104
451 GCAGCGACC BACGGAGCCA ALACCAGTG: GLACATCTCA GAAGTAATCGE
R MACATTETRORA ﬁl’fﬂﬁ-ﬁ-ﬂﬁ"l"ﬂﬂ. E.D..D.I';I';T.ﬁ..il.l"vl.ﬁ. CARALGRALL RTHRCATARTS ﬂ
-~
'“: LAMP Primer Properties l ; BLAST Information
Accession Mumber: [237159 All LAMP Primers, .. |
Status:
Sequence Fosition | Length | T | GC % Rating Hairpin AG | Self Dimer AG | Run Lenagth | GC Clamp | TaOpt | Concentration
bp 0 kcalfmal kzalfrnal bp oC nrnol foD
F3 GTCAMGAMGETTTGCARAGTAG (206 22 G011 40,9 35,5 la} -2.4 3 1 3.8
B3 CTTACCTTETEACGICTG 229 13 60,1 [55.6 93.1 0 ] 2 3 2.6
FIP{F1c+F2) TETTECTETEETETETGETT 35
BIF{E1c+E2) TACTCAM QAT ICC MG 37
LoopF CATTCTTGCTTCCGOTTCG  [322 19 1.9 526 93, L M P D
LoopE CTTACAMGTCTTECGICAATAG 422 22 51,9 45,5 5. es'gn er
F2 ACAAGTATCGEC A A0 2586 13 60,1 (50 93,
Flc TETTGITGTGEETETETEITT 356 20 65 S0 Q3.
B2 GTTEETCECTECAGTTAL 463 13 &0,5 (S0 37
Blc TACTC AN G T CCACGE 402 19 65 579 93, \ / \ /
Product 173 745 [53.9 1.
ek Q0.
Fead\;

LAMP Designer 1.14

Build 114003
PREMIER Biosoft



MALZEME

C' | @ www.sentromerdna.com @ ¥
seRlromer” LAMP
OLIGONUKLEOTIT SENTEZ RAPORU
Sentromer DNA Teknolojileri
Miisteri Adi:  Sentromer Sentromer, Lab Siparis No: 507134242 Siparig Tarihi: 13.07.2013
Baz MW 100pM Stok
Oligo Ady 5 Mod. Baz Dizis: 3" Mod Sayms1 Saf. Skala (g/mol) Tmi{*C) GC(%) nmaol (HZO/TE)ul Not
SalF3 CCAACAGCC GAAGCATT 7 STD | 200 nmol 5148 528 529 56.8 368
SalB3 GAC TCA CCA GGA GAT TAC AAC 21 STD | 200 nmel 6408 519 47.6 483 483
SalFIP_F1cF2 C.-CC- C'j.\:i\ TTG ATG GCCTGT TAA CGC AAT TAA CGC 39 STD |200 nmel 2007 726 48. 236 287 287
= ATT GCC
- B CCA CAT CAC GGT AGC TCA GAC ATT TAA CCC GIC - I . N . 1 - -
SalBIP_BlcB2 GTCAGT G 40 STD |200 nmol 220 4.6 523 18 285 285
Sall copF ACG TCC GGC AAG GTAAC 7 STD | 200 nmel 61.5
Sall copB AGT GAC CAT CCC ACC GA 7 STD |200 nmol
SalF2 CGG AAT TAA CGC ATT GCC 18 STD |200 nmel 591
SalFlc GCG CAATTG ATG GCC TGT TAA 21 STD | 200 nmol 622
SalB2 ATTTAACCCGTCGICAGTG 19 STD | 200 nmol 569
SalBlc CCA CAT CAC GGT AGC TCA GAC 21 STD |200 nmol 528

Caliymalarmizda basaralar dileriz!

SENTROMER DNA TEKNOLOJILERI LTD. STL

Sartyer Cad. ABC Yolu ABC Plaza Kat 5 No.12 ISTINVE 34460 ISTANBUL
T(212)28621 35F(212) 286 21 34 W. wwweentromer.com E. dna@sentromer com




MALZEME VE YONTEM

1.2MNP-6Cola 11 ng/ul
Eile Configurstion Data Reports Help 22MNP_3CO|a 14 ng/UI
Plos | Repor | Testbpe. fucerche 3.2MNP-Cola T 17 ng/ul

Selected plat 32MNPCals [+] Plotsiset 20 2
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StyphimuriumBamHl [/ b
15.00 StyphimuriumDNA |/
1400 A 1.2MNPECala A LAMP asamasl
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Sekil 2: Salmonella gPCR dogrulamasi
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MALZEME VE YONTEM

MNP-Oligo
kompleksi
(coLA)

CATCGAGCATCAAGC
~AGCTAGCTACGTAGCTCGTAG

MNP-
COOH

CTAGATGAC

/Addotor
Pro
(COCA)
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MALZEME VE YONTEM

: ~-AGCTAGCTACAAGCTTACGCTAGATGACGGTGAGACC...

Hedefe 6zgu oligonukleotid baghh MNP

MNP-COOH
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MALZEME VE YONTEM

1.2MNP-6Cola 11 ng/ul
Eile Configurstion Data Reports Help 22MNP_3COIa 14 ng/UI
Plos | Repor | Testbpe. fucerche 3.2MNP-Cola T 17 ng/ul

Selected plat 32MNPCals [+] Plotsiset 20 2

16.04

StyphimuriurBamHl |/ b
15.00 StyphimuriumDNA |/

14,00 A 12MNPECala A DogrUdan MNP bagll
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Absorbans (A)
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0,000
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|Z] (kohms)

Ayni Yizde Seyreltmedeki Oligo Bagh MNP’lerin Empedans Olciimleri
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Z-Axis - Scan forward Line fit

Line fit 40,1nm

MNP (only)

Z-Axis - Scan forward Line fit

Line fit 48, 1nm

Line fit 36,1nm

MNP-3C-Cola

MNP-6C-Cola

Z-Axis - Scan forward Line fit

Z-Axis - Scan forward Line fit

90.8n

' -97.5n

Line fit 64,1nm

" 4

Line fit 188nm

Lk

W

MNP-30T

w. e

MNP-6C-ttrd Fothw genetiktin.
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122712014 I | "mag O [vacMode [spot|
2:07:03 PM |15.00 kV|10.3 mm| 150 000 x| ESEM | 3.0 MEM-TEK

2014 HV WD mag O |vacMode | spot 500 nm

o P
> PM [15.00 kV|10.6 £ : 3 MEM-TI 2 mag O |vacMode [spot| ——— 500 nm
M| 15.00 0.6 mm| 150 000 x| ESEM | 3.0 ‘ VEM-TEK ESEM | 3.0 MEN-TEK

12/27/2014| HV WD | mag O |vacMode |spot 2 14} _HV | WD [ mag O [vachode spot]
04 PM15.00 KV|10.5 mm| 150 000 x| ESEM | 3.0 14 BM 15,00 KVI10.4 mm 2150 000 xL_ESEM _J 3.0

MNP-30T MNP-6C-Cola




SEM Goruntuleri 500nm olcekte

i S A,
12/27/2014 HV WD mag O |vacMode |spot
2:07:03 PM[15.00 kV[10.3 mm|[150 000 x| ESEM | 3.0

MNP (only)

MEM-TEK

"

MEM-TEK

MNP-3C-Cola




2

Biightezlédik | Ticari, hazir alindi

R

sentromer

A\
LY AR o
12/27/2014 WD mag [ | vacMode |spot
2:51:36 PM |10.00 kV[10.6 mm |80 000 x| ESEM | 2.5 MEM-TEK

12/27/2014] HV | WD | mag OO |vacMode |spot 400 nm
3:02:48 PM |10.00 kV|10.6 mm|200 000 x | ESEM | 2.5 MEM-TEK

ttrd primeri dT20mer primeri




SONUGCLAR/TARTISMA

v'Calismada iki tur manyetik nanopartiktlin kombine kullanimi ve
LAMP asamasiyla secici ve hassas saptama yapilabileceqi
gosterilmistir.

v'Adaptor oligosuz dogrudan hedefe 6zgi MNP ile daha ylksek
DNA eldesi gozlemlenmistir.

v Amino modifiye oligolarin MNP’ye baglanmasi iyilestirilirse daha
lyi sonug alinabilir.
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SentroPure™
DNA Ekstraksiyon ve
Saflastirma

SentroPle
Real-time PCR

X TM Sentro

Oligo Sentezleme
PCR ve Dizileme Primerleri

SENTROMER DNA TEKNOLOJILERI rrori oronie

W

|

® Mue2 tti-colaMut!
ali2-4 _ lsA2423

o AT

R HIZMETLER

iLE

TISIM

SENSIS - SENTROMER
ELEKTRONIK SIPARIS SISTEMI

Sifremi unuttum / Yeni kullanici

GIRIS

lOLIGO SAYISI

BAZ FIYATI

KARGO

Oligo sayisi: Tek sipariste sentezletilen

yurticicargo

CL

(L




Tesekkur
ederiz!

Proje No: 1130145. TUBITAK-TEYDEB 1511 Oncelikli Alanlar Arastirma

Teknoloji Gelistirme ve Yenilik Projeleri Programi ile desteklenmig sentromer’
Sentromer DNA Teknolojileri tarafindan yarGtalmuastr. e —
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